Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.051; wR factor = 0.140; data-to-parameter ratio = 15.1.
In the title molecular salt, C 14 H 13 N 2 O 2 + ÁClO 4 À , the ring systems in the cation are almost coplanar [dihedral angle = 5.53 (13) ]. Intramolecular N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds generate S(6) and S(5) rings, respectively. In the crystal, the two H atoms involved in the intramolecular hydrogen bonds also participate in intermolecular links to acceptor O atoms of the perchlorate anions. A simple intermolecular N-HÁ Á ÁO bond also occurs. Together, these form a double-chain structure along [101] .
Related literature
For a related structure, see : Yang et al. (2010) .
Experimental
Crystal data 
Data collection
Rigaku R-AXIS RAPID diffractometer Absorption correction: multi-scan (ABSCOR; Higashi, 1995 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: RAPID-AUTO (Rigaku, 1998 ); cell refinement: RAPID-AUTO; data reduction: CrystalClear (Rigaku/MSC, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. The title compound is an unexpected product during the process of preparing the N,N′-phenyl-bis(3-methoxysalicylaldimine) and Ce complex. We speculate that the title ligand was produced form the decomposition of N,N′-phenyl-bis(3-methoxysalicylaldimine). A similar ligand and Yb cation constructed metallic cluster has been reproted by Yang's group (Yang et al. 2010 ).
In the title compound, [C 14 H 13 
Computing details
Data collection: RAPID-AUTO (Rigaku, 1998 ); cell refinement: RAPID-AUTO (Rigaku, 1998) ; data reduction:
CrystalClear (Rigaku/MSC, 2002 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008 The molecular structure of the title compound, showing 50% probability displacement ellipsoids.
Figure 2
The double chain structure.
2-(2-Hydroxy-3-methoxyphenyl)-1H-benzimidazol-3-ium perchlorate
Crystal data Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. isor 0.01 o5 o6 dfix 0.90 0.01 h101 n1 h102 n2 dfix 0.82 0.01 o1 h1 Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

